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Anopheles funestus is one of the major vectors of malaria in Africa and can be more 
devastating than An. gambiae s.s in some circumstances. Pyrethroid resistance in a 
population of Anopheles funestus from South Africa has previously been associated with 
a seven-fold increase in malaria transmission during the period 1996-2000. Biochemical 
analysis implicated metabolic detoxification based on the overproduction of 
monooxygenase (p450) as the principal resistance mechanism.  
 
We report the isolation of multiple P450’s from an Anopheles funestus laboratory colony 
originating from southern Mozambique. All isolates belong to one of three P450 families, 
namely CYP4, 6 and 9. Expression studies reveal that the CYP6 family is overexpressed 
when comparing a colony selected for pyrethroid resistance against a pyrethroid 
susceptible colony. Further studies implicate the gene CYP6P9, an ortholog of An. 
gambiae CYP6P3. 


